SEQUENCE LISTING 

(1) GENERAL INFORMATION: 

5 CO APPLICANTS: Jolly, Douglas J. 

(ii) TITLE OF INVENTION: High Efficiency Ex Vivo Transduction of Ceils by 

High Titer Recombinant Retroviral Preparations 

1 0 (iii) NUMBER OF SEQUENCES: 10 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Chiron Viagene, Inc. 

(B) STREET: 4560 Horton Street 

(C) CITY: Emeryville 

(D) STATE: California 

(E) COUNTRY: USA. 

(F) ZIP: 94608 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentm Release #1.0, Version #1.25 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 

(C) CLASSIFICATION:. 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Kruse, Norman J. 

(B) REGISTRATION NUMBER: 35,235 

(C) REFERENCE/DOCKET NUMBER: 1157.002 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (510) 601-3520 

(B) TELEFAX: (510) 655-3542 

40 (2) INFORMATION FOR SEQ ID NO: 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

45 (C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 
5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 : 
TAATAAATAG ATTTAGATTT A 



10 (2) INFORMATION FOR SEQ ID N02: 

(0 SEQUENCE CHARACTERISTICS: 
M (A) LENGTH: 35 base pairs 

3 (B) TYPE: nucleic acid 

0 15 (C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

JJ{ (ii) MOLECULE TYPE cDNA 

r. is 

f20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO:2: 



GCCTCGAGAC GATGAAATAT ACAAGTTATA TCTTG 



1325 (2) INFORMATION FOR SEQ ID NO:3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 base pairs 

(B) TYPE: nucleic acid 

30 (C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE cDNA 
35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO:3: 

GAATCGATCC ATTACTGGGA TGCTCTTCGA CCTGC 



40 (2) INFORMATION FOR SEQ ID NO:4: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 40 base pairs 

(B) TYPE: nucleic acid 
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(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:4: 
GCCTCGAGCT CGAGCGATGA AATATACAAG TTATATCTTG 40 

(2) INFORMATION FOR SEQ ID NO:5: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 27 base pairs 
15 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: cDNA 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:5: 
GTCATCTCGT TTCTTTTTGT TGCTATT 27 

(2) INFORMATION FOR SEQ ID NO:6: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 27 base pairs 
30 (B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:6: 
AATAGCAACAAAAAGAAACGAGATGAC 27 



40 



(2) INFORMATION FOR SEQ ID NO:7: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 40 base pairs 
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(B) TYPE: nucleic add 

(C) STRANDEDNESS: angle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(xi) SEQUENCE DESCRIPTION: SEQ ED NO:7: 
GCATCGATAT CGATCATTAC TGGGATGCTC TTCGACCTCG 40 

(2) INFORMATION FOR SEQ ED NO:8: 



U (i) SEQUENCE CHARACTERISTICS: 

015 (A) LENGTH: 21 base pairs 

H (B) TYPE: nucleic acid 

!"1 (C) STRANDEDNESS: single 

^ j (D) TOPOLOGY: linear 

% (ii) I COLECULE TYPE- cDNA 

□ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:8: 

ATAAATAGAA GGCCTGATATG 21 



(2) INFORMATION FOR SEQ ID NO:9: 



(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 35 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

35 (ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:9: 
GCCTCGAGAC AATGTACAGG ATGCAACTCC TGTCT 35 



40 



(2) INFORMATION FOR SEQ ID NO: 1 0: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 35 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

5 

(ii) MOLECULE TYPE: cDNA 
(xi) SEQUENCE DESCRIPTION: SEQ p NO:10: 
10 GAATCGATTT ATCAAGTCAG TGTTGAGATG ATGCT 35 
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